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bacteria, 189 
Wolbachia pipientis in 
arthropod reproduction 
and, 71-94 
Proton motive force 
energy-sensing behavior 
and, 107, 113, 116 
Protooncogenes 
viruses and apoptosis, 582, 
605 
Protozoa 
biodiversity and 
biogeography of sea ice 
bacteria, 189 
trypanosomatid 
cytoskeleton and, 
629-30 
psbAI gene 
circadian programs in 
cyanobacteria and, 
393-95, 398 


Pseudoalteromonas spp. 
biodiversity and 


biogeography of sea ice 
bacteria, 201 
Pseudoanabaena spp. 
biodiversity and 
biogeography of sea ice 
bacteria, 208 
Pseudomonas aeruginosa 
apoptosis induction by 


bacterial pathogens and, 
163 
bacterial lipases and, 
316-17, 322-28, 330, 
336, 339, 341 
DNA uptake in bacteria 
and, 224-25 
Helicobacter pylori 
genome sequencing and, 
373 
in vivo genetic analysis of 
bacterial virulence and, 
150 
Myxococcus xanthus 
fruiting-body 
development and, 537 
Pseudomonas spp 
apoptosis induction by 
bacterial pathogens and, 
164, 167-68 
bacterial lipases and, 317, 
319-22, 325-26, 328, 
330, 336, 342 
biodiversity and 
biogeography of sea ice 
bacteria, 201 
energy-sensing behavior 
and, 115 
pss gene 
Helicobacter pylori 
genome sequencing and, 
359, 362 
PSTC proteins 
DNA uptake in bacteria 
and, 223-27 
Psychrobacter immobilis 
bacterial lipases and, 321 
Psychroflexus spp. 
biodiversity and 
biogeography of sea ice 
bacteria, 189, 203 
Psychrophilic bacteria 
biodiversity and 
biogeography of sea ice 
bacteria, 189-210 
puc gene 
redox control of gene 





684 


SUBJECT INDEX 





expression and, 510-11 
Pullulanase 
DNA uptake in bacteria 
and, 224 
Pulsed-field gel 
electrophoresis 
Helicobacter pylori 
genome sequencing and, 


pur genes 
circadian programs in 
cyanobacteria and, 395 
in vivo genetic analysis of 
bacterial virulence and, 
133-34 
Puromycin 
Theileria-transformed 
leukocytes and, 11 
Pyrococcus horikoshii 
circadian programs in 
cyanobacteria and, 404—5 


Q 
QP protein 
Theileria-transformed 
leukocytes and, 12 
Quinolones 
addiction modules and cell 
death, 50 
Quorum sensing 
bacterial lipases and, 315 


R 
Ralstonia spp. 
apoptosis induction by 
bacterial pathogens and, 
164, 167 
Random amplified 
polymorphic DNA 
method 
Helicobacter pylori 
genome sequencing and, 
353, 359 


Random walk motility 
energy-sensing behavior 
and, 110 
Rapamycin 


polyketide construction 
and, 431-32, 436 
Theileria-transformed 
leukocytes and, 29-31 
ras oncogene 
viruses and apoptosis, 591 
recA gene 
Helicobacter pylori 
genome sequencing and, 
362, 364 
Receptor-mediated signaling 
apoptosis induction by 
bacterial pathogens and, 
156-57 
Receptors 
DNA uptake in bacteria 
and, 222-23 
energy-sensing behavior 
and, 103, 110-11, 113-14 
Theileria-transformed 
leukocytes and, 4, 7, 13, 
18, 30 
viruses and apoptosis, 
580-82, 597, 602-3 
Redox 
control of gene expression 
and 
ArcB protein, 507-8 
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Replicative transposition 
integrating DNA and, 
247-49 
Reporter genes 
addiction modules and cell 
death, 56 
circadian programs in 
cyanobacteria and, 
392-93, 399 
in vivo genetic analysis of 
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fruiting-body 
development and, 525 

Rickettsia spp 

apoptosis induction by 
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